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9. 1. Aromatase Inhibitors

9.1. 1. Exemestane(4o Aromasin Sugar Coated Tablets) : (88/11/1 -~ 90/10/1 ~
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FEe) B A - B R H tanoxifen & H 4 aromatase inhibitor A - # R &FF
B B§ & TF #IME * (105/8/1)
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